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<150> US 60/193,156 
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<210> 1 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> analogue-type substrate 

<400> 1 

Asp Glu Val Asp 

1 

<210> 2 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-3 large subunit forward primer 

<400> 2 

atggagaaca ctgaaaactc ag 

<210> 3 

<211> 22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-3 large reverse primer 

<400> 3 

gtcatcatca acacctcagt ct 

<210> 4 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-3 small subunit forward primer 

<400> 4 

ggatccatga ttgagacaga cagtgg 

<210> 5 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-3 small reverse primer 

<400> 5 

atcaacttca tcgtgataaa aatagagttc 

<210> 6 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-6 large subunit primer 

<400> 6 

atgagctcgg cctcgggg 

<210> 7 
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<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-6 large subunit reverse primer 

<400> 7 

ttaatctact acatccaaag g 

<210> 8 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-6 small subunit forward primer 

<400> 8 

ggatccatgg tagaaataga tgcagcctcc gtttac 

<210> 9 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Caspase-6 small subunit reverse primer 

<400> 9 

atcaatttca acgtggtggt ggtggtggtg c 

<210> 10 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer CASP3SMFW 

<400> 10 

aactgaggat ccccgatgga gaacactgaa aac 
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<210> 11 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CASP3SMBK 

<400> 11 

agctaagtcg acgtctgtct caatgccaca 3 0 

<210> 12 

<211> 40 

<212> DNA 

<213> CASP3LGFW 

<400> 12 

aactgccatg gcgatcgata cagacagtgg tgttgatgat 4 0 

<210> 13 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CASP3LGBK 

<400> 13 

agctaaggat ccaccatcaa cttcatcgtg ataaaaatag agttcttt 48 

<210> 14 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> HMFGIVHFW 

<400> 14 

gcatctgacc atggcccagg tgcag 25 

<210> 15 

<211> 71 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> HMFGIVHBK 

<400> 15 

gcgcttacca tggaaccgcc tccaccagag ccacctccgc ctgaaccgcc tccaccaact 60 
ttcttgtcca c 71 

<210> 16 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> HMFGIVLFW 



<400> 16 

tcattccatg gccgacatcc agatgaccca g 

<210> 17 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> HMFGIVLBK 

<400> 17 

ccatggctac taacactctc ccctggtgaa get 

<210> 18 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



31 



33 



<220> 

<223> HMFGNCODELl 
<400> 18 

cagccggcaa tggccgacat c 21 
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<210> 19 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> HMFGNC0DEL2 

<400> 19 

gagtgttagt agcaatggat atcggaaatt 

<210> 20 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> HMFGBPUFW 

<400> 20 

atatcatgct aagcgaaatt aatacgactc a 

<210> 21 

<211> 34 

<212> DNA 

<213> Artificial Sequence 



30 



31 



<220> 

<223> HMFGBPUBK 
<400> 21 

aataacgctc agcccattgc tactaacact ctcc 34 

<210> 22 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> MFENCOFOR 

<400> 22 

tattgttatc catggggcag gtgaaactgc agcag 35 
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<210> 23 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> MFENCOBAC 
<400> 23 

tattgttact catggaacct ccagaacctc cctgttgcag ctccagctt 49 

<210> 24 
<211> 2566 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> HMFGl Fab/Caspase-3 fusion protein 
<400> 24 

atgaaatacc tattgcctac ggcagccgct ggattgttat tactcgcggc ccagccggcc 60 

atggcccagg tgcagctggt gcagtctggg gcagaggtga aaaagcctgg ggcctcagtg 12 0 

aaggtgtcct gcaaggcttc tggctacacc ttcagtgcct actggataga gtgggtgcgc 180 

caggctccag gaaagggcct cgagtgggtc ggagagattt tacctggaag taataattct 24 0 

agatacaatg agaagttcaa gggccgagtg acagtcacta gagacacatc cacaaacaca 3 00 

gcctacatgg agctcagcag cctgaggtct gaggacacag ccgtctatta ctgtgcaaga 360 

tcctacgact ttgcctggtt tgcttactgg ggccaaggga ctctggtcac agtctcctca 420 

gcctccacca agggcccatc ggtcttcccc ctggcaccct cctccaagag cacctctggg 480 

ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg 540 

tggaactcag gcgccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca 600 

ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc 660 

tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttggtgga 72 0 

ggcggttcag gcggaggtgg ctctggtgga ggcggttcca tggcgatcga tacagacagt 780 

ggtgttgatg atgacatggc gtgtcataaa ataccagtgg atgccgactt cttgtatgca 840 

tactccacag cacctggtta ttattcttgg cgaaattcaa aggatggctc ctggttcatc 900 

cagtcgcttt gtgccatgct gaaacagtat gccgacaagc ttgaatttat gcacattctt 960 

acccgggtta accgaaaggt ggcaacagaa tttgagtcct tttcctttga cgctactttt 1020 

catgcaaaga aacagattcc atgtattgtt tccatgctca caaaagaact ctatttttat 1080 

cacgatgaag ttgatggtgg atccccgatg gagaacactg aaaactacgt ggattcaaaa 1140 

tccattaaaa atttggaacc aaagatcata catggaagcg aatcaatgga ctctggaata 1200 

tccctggaca acagttataa aatggattat cctgagatgg gtttatgtat aataattaat 1260 

aataagaatt ttcataaaag cactggaatg acatctcggt ctggtacaga tgtcgatgca 132 0 
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gcaaacctca gggaaacatt cagaaacttg aaatatgaag tcaggaataa aaatgatctt 1380 

acacgtgaag aaattgtgga attgatgcgt gatgtttcta aagaagatca cagcaaaagg 1440 

agcagttttg tttgtgtgct tctgagccat ggtgaagaag gaataatttt tggaacaaat 1500 

ggacctgttg acctgaaaaa aataacaaac tttttcagag gggatcgttg tagaagtcta 1560 

actggaaaac ccaaactttt cattattcag gcctgccgtg gtacagaact ggactgtggc 1620 

attgagacac aggtcgacaa gcttgcggcc gcactcgagc accaccacca ccaccactga 1680 

gatccggctg ctaacaaagc ccgaaagggc tgagttggct gctgccaccg ctgagcgaaa 1740 

ttaatacgac tcactatagg gagaccacaa cggtttccct ctagaaataa ttttgtttaa 1800 

ctttaagaag gagatataca tatgaaatac ctattgccta cggcagccgc tggattgtta 1860 

ttactcgcgg cccagccggc aatggccgac atccagatga cccagagccc aagcagcctg 1920 

agcgccagcg tgggtgacag agtgaccatc acctgtaagt ccagtcagag ccttttatat 1980 

agtagcaatc aaaagatcta cttggcctgg taccagcaga agccaggtaa ggctccaaag 2040 

ctgctgatct actgggcatc cactagggaa tctggtgtgc caagcagatt cagcggtagc 2100 

ggtagcggta ccgacttcac cttcaccatc agcagcctcc agccagagga catcgccacc 2160 

tactactgcc agcaatatta tagatatcct cggacgttcg gccaagggac caaggtggaa 2220 

atcaaacgaa ctgtggctgc accatctgtc ttcatcttcc cgccatctga tgagcagttg 2280 

aaatctggaa ctgcctctgt tgtgtgcctg ctgaataact tctatcccag agaggccaaa 2340 

gtacagtgga aggtggataa cgccctccaa tcgggtaact cccaggagag tgtcacagag 24 00 

caggacagca aggacagcac ctacagcctc agcagcaccc tgacgctgag caaagcagac 24 60 

tacgagaaac acaaagtcta cgcctgcgaa gtcacccatc agggcctgag ctcgcccgtc 2520 

acaaagagct tcaacagggg agagtgttag tagcaatggg ctgagc 2566 

<210> 25 
<211> 559 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HMFGl Fab/Caspase- 3 fusion protein heavy chain 
<400> 25 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly Ala Glu 
20 25 30 

Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly 
35 40 45 

Tyr Thr Phe Ser Ala Tyr Trp lie Glu Trp Val Arg Gin Ala Pro Gly 
50 55 60 



Page 8 



P24270us.TXT 



Lys Gly Leu Glu Trp Val Gly Glu lie Leu Pro Gly Ser Asn Asn Ser 
65 70 75 80 

Arg Tyr Asn Glu Lys Phe Lys Gly Arg Val Thr Val Thr Arg Asp Thr 

85 90 95 

Ser Thr Asn Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp 
100 105 110 

Thr Ala Val Tyr Tyr Cys Ala Arg Ser Tyr Asp Phe Ala Trp Phe Ala 
115 120 125 

Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys 
130 135 140 

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
145 150 155 160 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 

165 170 175 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
180 185 190 

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 
195 200 205 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn 
210 215 220 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Gly Gly 
225 230 235 240 

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Met Ala lie 

245 250 255 

Asp Thr Asp Ser Gly Val Asp Asp Asp Met Ala Cys His Lys lie Pro 
260 265 270 

Val Asp Ala Asp Phe Leu Tyr Ala Tyr Ser Thr Ala Pro Gly Tyr Tyr 
275 280 285 

Ser Trp Arg Asn Ser Lys Asp Gly Ser Trp Phe lie Gin Ser Leu Cys 
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290 295 300 

Ala Met Leu Lys Gin Tyr Ala Asp Lys Leu Glu Phe Met His lie Leu 
305 310 315 320 

Thr Arg Val Asn Arg Lys Val Ala Thr Glu Phe Glu Ser Phe Ser Phe 

325 330 335 

Asp Ala Thr Phe His Ala Lys Lys Gin lie Pro Cys lie Val Ser Met 
340 345 350 

Leu Thr Lys Glu Leu Tyr Phe Tyr His Asp Glu Val Asp Gly Gly Ser 
355 360 365 

Pro Met Glu Asn Thr Glu Asn Ser Val Asp Ser Lys Ser lie Lys Asn 
370 375 380 

Leu Glu Pro Lys lie lie His Gly Ser Glu Ser Met Asp Ser Gly lie 
385 390 395 400 

Ser Leu Asp Asn Ser Tyr Lys Met Asp Tyr Pro Glu Met Gly Leu Cys 

405 410 415 

lie lie lie Asn Asn Lys Asn Phe His Lys Ser Thr Gly Met Thr Ser 
420 425 430 

Arg Ser Gly Thr Asp Val Asp Ala Ala Asn Leu Arg Glu Thr Phe Arg 
435 440 445 

Asn Leu Lys Tyr Glu Val Arg Asn Lys Asn Asp Leu Thr Arg Glu Glu 
450 455 460 

lie Val Glu Leu Met Arg Asp Val Ser Lys Glu Asp His Ser Lys Arg 
465 470 475 480 

Ser Ser Phe Val Cys Val Leu Leu Ser His Gly Glu Glu Gly lie lie 

485 490 495 

Phe Gly Thr Asn Gly Pro Val Asp Leu Lys Lys lie Thr Asn Phe Phe 
500 505 510 

Arg Gly Asp Arg Cys Arg Ser Leu Thr Gly Lys Pro Lys Leu Phe lie 
515 520 525 
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lie Gin Ala Cys Arg Gly Thr Glu Leu Asp Cys Gly lie Glu Thr Asp 
530 535 540 

Val Asp Lys Leu Ala Ala Ala Leu Glu His His His His His His 
545 550 555 

<210> 26 
<211> 242 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HMFGl Fab/Caspase-3 fusion protein light chain 
<400> 26 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Asp lie Gin Met Thr Gin Ser Pro Ser Ser 
20 25 30 

Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr Cys Lys Ser Ser 
35 40 45 

Gin Ser Leu Leu Tyr Ser Ser Asn Gin Lys lie Tyr Leu Ala Trp Tyr 
50 55 60 

Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie Tyr Trp Ala Ser 
65 70 75 80 

Thr Arg Glu Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly 

85 90 95 

Thr Asp Phe Thr Phe Thr lie Ser Ser Leu Gin Pro Glu Asp lie Ala 
100 105 110 

Thr Tyr Tyr Cys Gin Gin Tyr Tyr Arg Tyr Pro Arg Thr Phe Gly Gin 
115 120 125 

Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala Pro Ser Val Phe 
130 135 140 
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lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val 
145 150 155 160 

Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp 

165 170 175 

Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr 
180 185 190 

Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr 
195 200 205 

Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val 
210 215 220 

Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly 
225 230 235 240 

Glu Cys 



<210> 27 
<211> 1673 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> scFv- rearranged Caspase-3 fusion protein 
<400> 27 

ccatggggca ggtgaaactg cagcagtctg gggcagaact tgtgaggtca gggacctcag 60 
tcaagttgtc ctgcacagct tctggcttca acattaaaga ctcctatatg cactggttga 120 
ggcaggggcc tgaacagggc ctggagtgga ttggatggat tgatcctgag aatggtgata 180 
ctgaatatgc cccgaagttc cagggcaagg ccacttttac tacagacaca tcctccaaca 240 
cagcctacct gcagctcagc agcctgacat ctgaggacac tgccgtctat tattgtaatg 300 
aggggactcc gactgggccg tactactttg actactgggg ccaagggacc acggtcaccg 360 
tctcctcagg tggaggcggt tcaggcggag gtggctctgg cggtggcgga tcagaaaatg 42 0 
tgctcaccca gtctccagca atcatgtctg catctccagg ggagaaggtc accataacct 480 
gcagtgccag ctcaagtgta agttacatgc actggttcca gcagaagcca ggcacttctc 540 
ccaaactctg gatttatagc acatccaacc tggcttctgg agtccctgct cgcttcagtg 600 
gcagtggatc tgggacctct tactctctca caatcagccg aatggaggct gaagatgctg 660 
ccacttatta ctgccagcaa aggagtagtt acccactcac gttcggtgct ggcaccaagc 720 
tggagctgca accgggaggt tctggaggaa ccatggcgat cgatacagac agtggtgttg 780 
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atgatgacat ggcgtgtcat aaaataccag tggatgccga cttcttgtat gcatactcca 840 

cagcacctgg ttattattct tggcgaaatt caaaggatgg ctcctggttc atccagtcgc 900 

tttgtgccat gctgaaacag tatgccgaca agcttgaatt tatgcacatt cttacccggg 960 

ttaaccgaaa ggtggcaaca gaatttgagt ccttttcctt tgacgctact tttcatgcaa 1020 

agaaacagat tccatgtatt gtttccatgc tcacaaaaga actctatttt tatcacgatg 1080 

aagttgatgg tggatccccg atggagaaca ctgaaaacta cgtggattca aaatccatta 1140 

aaaatttgga accaaagatc atacatggaa gcgaatcaat ggactctgga atatccctgg 1200 

acaacagtta taaaatggat tatcctgaga tgggtttatg tataataatt aataataaga 1260 

attttcataa aagcactgga atgacatctc ggtctggtac agatgtcgat gcagcaaacc 1320 

tcagggaaac attcagaaac ttgaaatatg aagtcaggaa taaaaatgat cttacacgtg 1380 

aagaaattgt ggaattgatg cgtgatgttt ctaaagaaga tcacagcaaa aggagcagtt 1440 

ttgtttgtgt gcttctgagc catggtgaag aaggaataat ttttggaaca aatggacctg 1500 

ttgacctgaa aaaaataaca aactttttca gaggggatcg ttgtagaagt ctaactggaa 1560 

aacccaaact tttcattatt caggcctgcc gtggtacaga actggactgt ggcattgaga 1620 

cacaggtcga caagcttgcg gccgcactcg agcaccacca ccaccaccac tga 1673 

<210> 28 
<211> 556 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> scFv-rearranged Caspase-3 fusion protein 
<400> 28 

Met Gly Gin Val Lys Leu Gin Gin Ser Gly Ala Glu Leu Val Arg Ser 
15 10 15 

Gly Thr Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn lie Lys 
20 25 30 

Asp Ser Tyr Met His Trp Leu Arg Gin Gly Pro Glu Gin Gly Leu Glu 
35 40 45 

Trp lie Gly Trp lie Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Pro 
50 55 60 

Lys Phe Gin Gly Lys Ala Thr Phe Thr Thr Asp Thr Ser Ser Asn Thr 
65 70 75 80 

Ala Tyr Leu Gin Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr 

85 90 95 
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Tyr Cys Asn Glu Gly Thr Pro Thr Gly Pro Tyr Tyr Phe Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly 
115 120 125 

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Asn Val Leu Thr Gin Ser 
130 135 140 

Pro Ala lie Met Ser Ala Ser Pro Gly Glu Lys Val Thr lie Thr Cys 
145 150 155 160 

Ser Ala Ser Ser Ser Val Ser Tyr Met His Trp Phe Gin Gin Lys Pro 

165 170 175 

Gly Thr Ser Pro Lys Leu Trp lie Tyr Ser Thr Ser Asn Leu Ala Ser 
180 185 190 

Gly Val Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser 
195 200 205 

Leu Thr lie Ser Arg Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys 
210 215 220 

Gin Gin Arg Ser Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 
225 230 235 240 

Glu Leu Gin Pro Gly Gly Ser Gly Gly Thr Met Ala lie Asp Thr Asp 

245 250 255 

Ser Gly Val Asp Asp Asp Met Ala Cys His Lys lie Pro Val Asp Ala 
260 265 270 

Asp Phe Leu Tyr Ala Tyr Ser Thr Ala Pro Gly Tyr Tyr Ser Trp Arg 
275 280 285 

Asn Ser Lys Asp Gly Ser Trp Phe lie Gin Ser Leu Cys Ala Met Leu 
290 295 300 

Lys Gin Tyr Ala Asp Lys Leu Glu Phe Met His lie Leu Thr Arg Val 
305 310 315 320 



Asn Arg Lys Val Ala Thr Glu Phe Glu Ser Phe Ser Phe Asp Ala Thr 
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325 330 335 

Phe His Ala Lys Lys Gin lie Pro Cys lie Val Ser Met Leu Thr Lys 
340 345 350 

Glu Leu Tyr Phe Tyr His Asp Glu Val Asp Gly Gly Ser Pro Met Glu 
355 360 365 

Asn Thr Glu Asn Tyr Val Asp Ser Lys Ser lie Lys Asn Leu Glu Pro 
370 375 380 

Lys lie lie His Gly Ser Glu Ser Met Asp Ser Gly lie Ser Leu Asp 
385 390 395 400 

Asn Ser Tyr Lys Met Asp Tyr Pro Glu Met Gly Leu Cys lie lie lie 

405 410 415 

Asn Asn Lys Asn Phe His Lys Ser Thr Gly Met Thr Ser Arg Ser Gly 
420 425 430 

Thr Asp Val Asp Ala Ala Asn Leu Arg Glu Thr Phe Arg Asn Leu Lys 
435 440 445 

Tyr Glu Val Arg Asn Lys Asn Asp Leu Thr Arg Glu Glu lie Val Glu 
450 455 460 

Leu Met Arg Asp Val Ser Lys Glu Asp His Ser Lys Arg Ser Ser Phe 
465 470 475 480 

Val Cys Val Leu Leu Ser His Gly Glu Glu Gly He He Phe Gly Thr 

485 490 495 

Asn Gly Pro Val Asp Leu Lys Lys He Thr Asn Phe Phe Arg Gly Asp 
500 505 510 

Arg Cys Arg Ser Leu Thr Gly Lys Pro Lys Leu Phe He He Gin Ala 
515 520 525 

Cys Arg Gly Thr Glu Leu Asp Cys Gly He Glu Thr Gin Val Asp Lys 
530 535 540 

Leu Ala Ala Ala Leu Glu His His His His His His 
545 550 555 
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